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chondria 134: 365 

pyruvate carboxylase electron micros= 
copy 133: 201 
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rat RNA chromatin assocd 137: 249 
regeneration carbohydrate dipeptidy= 
laminopeptidase metab 138: 435 
regeneration DNA autonomic nerve 
134: 473 
respiration ketogenesis fatty acid 
131: 205 


secretory protein processing 135: 209 
sorbitol + << o sequence 
sheep 140: 7 
tauromuricholate formation chenode= 
oxycholate hepatocyte 134: 191 
Lobster 
muscle calcium binding protein 
131: 177 
Locust 
nicotinic receptor ganglion 132: 151 
Lung 
~ en conjugation 
GSH 138: 439 
procathepsin DII pepsinogen C mon= 
key 132: 687 
Lyase 
— nitrile essential ~ aces 
ification 138: 319 
Lymphocyte 
mitogen lipid A analog 140: 245 
mitogenesis DNA ligation 140: 401 
transferrin receptor structure 
140: 433 


virus transformation acetylhexosami= 
nidase 133: 627 
Lysine 
modification cytochrome c electro> 
phoresis 135: 259 
modification phospholipase A2 Naja 
132: 177 


modification protein L7L12 ribosome 
138: 131 
Lysophosphatidylcholine 
acyltransferase pea microsome 


Lysosome 
review 137: 391 
Lysozyme 
phage T4 133: 717 
Lysylphenylalanine 
erythrocyte sickling inhibition 
136: 209 


Lytechinus 
amino acid transport sperm 133: 341 
mRNA translation egg 137: 227 
LI 
antigen leukocyte purifn characteriza 
tion 134: 1 
Macroglobulin 
alpha 2 mRNA inflammation 
137: 257 
formation hepatocyte 133: 561 
Macrophage 
arachidonate transfer phospholipid 
139: 431 
glycosylated lipoprotein metab 
131: 535 


Magnesium 

ADP interaction ATPase myosin 
131: 89 

ATP azoferredoxin conformation 
133: 71 

ATP binding nitrogenase component 
Azotobacter 132: 47 

ATP dependent phosphoprotein 
phosphatase 133: 455 

ATP structure adenylate kinase 
133: 221 

myosin ATPase binding nucleotide 
134: 197 

tropomyosin troponin assocn 

133: 591 


om. C domain stability 132: 85 
Magnetic 
moment metHb 133: 475 
susceptibility carbonylHb anion 
132: 461 
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Malonylated 
ae Y glucoside conformation 
439 


Malonynboain 
ight receptor 138: 339 
Mammary 
adenocarcinoma differentiation hor= 
mone 133: 707 
gland Golgi vesicle casein kinase 
137: 215 
gland mannosyltransferase 139: 87 
thioesterase yeast fatty acid synthe= 
tase 134: 27 


MAP ade adenylate kinase EPR 133: 221 
transport mitochondria ESR phosp> 
hate 134: 385 
Mannosidase 
alpha interaction anionic phospholipid 
136: 577 
Mannosylglycoasparagine 
urine Gaucher disease 132: 375 
Mannosyltransferase 
mammary gland 139: 87 
Marine 
worm histone H2A sequence 
135: 113 
Mating 
factor Saccharomyces NMP. confor= 
mation 140: 163 
Megasphaera 
flavodoxin isoalloxazine mobility 
133: 463 
flavodoxin NMR 140: 311 
flavodoxin redn viologen radical 
135: 601 
flavodoxin redox state electron trans= 
rt 140: 303 
hydrogenase 136: 201 
Melanoma 
cAMP binding protein retinoate 
139: 351 
plasminogen activator human 
132: 681 
Melibiose 
lactose transport Escherichia 
137: 567 
Melittin 
cDNA sequence honeybee 135: 123 
conformation change kinetics 
139: 275 
conformation tryptophan spectropho> 
tometry 134: 123 
Membrane 
basement nidogen 137: 455 
basolateral calcium pump kidney 
136: 71 
brain Crotalus toxin 131: 559 
canaliculus liver GSH transport 
134: 467 
cell polysaccharide labeling 138: 393 
cell respiration Paracoccus 136: 135 
charge cytochrome P450 redn 
134: 157 
citrate transport Bacillus 134: 151 
diamine oxidase topol liver microsome 
139: 645 


erythrocyte calcium transport calmo> 
dulin 132: 315 

erythrocyte sialoglycoprotein sequence 
Miltenberger 138: 259 

fluidity Escherichia a 
ide formation 135: 3 

glutathione transport liver 138: 491 

interaction ellipticine deriv 133: 349 

ion permeability proteolipid brain 
133: 689 

lipid domain liver 132: 509 

lipid interaction clathrin coat 

34: 305 


lipid Staphylococcus lipoteichoate 
formation 138: 35 

liver angiotensin receptor 136: 4% 

wag oy > acid dynamics calciung 
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liver phosphorylation growth factor 
136: 31 


nucicotidase liver 137: 131 
pepiidase pituitary nee 
hormone 139: 315 


idylcholi 





Pp ubiquinone loca> 
tion 131: 607 

photoreceptor formation retinal 
137: 609 


platelet Lo hae arc monoclonal 
anti 
platelet po temp Raman 
31: 555 


potential A23187 137: 485 

potential mitochondria calcium adi= 
pose 133: 185 

potential mitochondria calcium trans= 
port 134: 377 

potential Streptococcus lactate trans= 
port 136: 63 

proline dehydrogenase Escherichia 
134: 77 


protein Bacillus sporulation 139: 593 

protein esterification erythrocyte 
aging 135: 25 

protein PhoE anion selectivity 
140: 319 

proton transport egpeten 
Paracoccus 132: 

purple modification = - 
zoxadiazole 132: 603 

_ distribution 


vesicle brush org heterogeneity 
intestine 135: 9 
vesicle Escherichia proline transport 
35: 41 


Mercaptoacetyl 
dipeptide prepn metalloendopeptidase 
inhibition 136: 151 
Mercaptoalkanoyl 
amino acid inhibition enkephalinase 
139: 267 
Mercaptopropionylhydrazide 
protein sulfhydryl 134: 327 
Mercurated 
tRNA prepn property 136: 147 
Messenger 
ribonucleoprotein SV40 virus T anti= 
gen 137: 303 
Metabolic 
resistance enzyme inhibitor antitumor 
134: 331 
Metal 
ae yt bacteriophage inactivation 
137 
cation nucleoside phosphate hydroly= 
sis 132: 569 
GTP elongation factor Tu 135: 237 
interaction etheno adenine nucleotide 
138: 291 
Metalloendopeptidase 
brain cytoplasm 135: 81 
inhibition mercaptoacetyl dipeptide 
prepn 136: i51 
neutral brain inhibition thiol 
139: 267 
Metalloproteinase 
brain cytoplasm 135: 81 
inhibitor cartilage body fluid 139: 75 
Metallothionein 
formation liver ontogeny pregnancy 
131: 489 
mRNA liver ontogeny pregnancy 
131: 497 
Metarhodopsin 
interaction GTP binding protein 
136: 489 
Methanobacterium 
factor F430 formation uroporphyrino= 
gen III 135: 109 
methanopterin deriv 139: 359 
methanopterin structure NMR 
138: 563 
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Methanocarcina 
cytochrome bc 135: 89 
Methanogenesis 
coenzyme structure 138: 563 
139: 359 
Methanol 
dehydrogenase inactivation cyclopro> 
pane deriv 140: 369 
oxidase Methylophilus EDTA 
138: 611 
Methanopterin 
deriv Methanobacterium 139: 359 
structure Methanobacterium NMR 
138: 563 
Methanosarcina 
sarcinapterin structure 139: 359 
MetHb 
quaternary structure spin equil 
133: 475 


Methionine 
modification lipoxygenase reticulocyte 
39: 573 


transport sperm sea urchin 133: 341 
Methylase 
tRNA Caenorhabditis development 
senescence 131: 231 
Methylation 
DNA conformation MNDO 132: 55 
histone H4 Physarum 136: 245 
lysine cytochrome c methyltransferase 
135: 259 


Methylcholanthrene 
— Ah receptor fibroblast 
132: 219 


cytochrome Pi P2 450 134: 13 
Methylmalonyl 
CoA decarboxylase sodium transport 
138: 579 
CoA decarboxylase Veillonella 
132: 579 
Methylmannopyranoside 
Con A receptor fibroblast 132: 433 
Methylophilus 
methanol oxidase EDTA 138: 611 
Methyltransferase 
DNA thymus gland 135: 181 
lysine methylation cytochrome c 
135: 259 


mRNA guanine Saccharomyces 
134: 117 
rhamnoside vitaxin Avena adeno> 
sylmethionine 140: 113 
Methylumbelliferylglycoside 
binding peanut agglutinin 131: 453 
Micrococcin 
resistance Bacillus ribosome protein 
140: 453 


Micrococcus 
respiratory chain ESR 137: 185 
succinate dehydrogenase ESR 
137: 191 
Microcystis 
lipopolysaccharide compn toxicity 
137: 333 
Microglobulin 
formation liver 133: 235 
Microscopy 
electron ATPase subunit mitochond> 
ria 132: 37 
electron propionyl CoA carboxylase 
140: 147 
electron pyruvate carboxylase liver 
133: 201 


immunoelectron RNA polymerase 
Escherichia 135: 263 
Microsome 
alkylglycerol monooxygenase liver 
132: 23 


cholesterol acyltransferase regulation 
substrate 133: 299 

cytochrome b5 mitochondria liver 
132: 95 


diamine oxidase topol membrane 
liver 139: 645 
electron transport cholesterol 
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134: 89 
esterase liver 137: 293 
glucosidase oligosaccharide Volvox 
138: 153 
glutathione transferase liver 
34: 591 


liver doihylpyrophospho ee 
cosamine formation GTP 
131: 667 
liver UDP + _ _dacrraes, 
detn 131: 619 
pea linoleate formation 139: 373 
signal recognition particle glycopro= 
tein 140: 499 
Microtubule 
assembly ac phosphorylation 
137: 3 


protein polymn tubulin colchicine 
132: 369 


secretory eo processing hepato> 
cyte 135: 209 
Microvillus 
azidophenylalanine transport intestine 
134: 71 
Milk 
secretory IgA asialoglycan structure 
139: 337 
Miltenberger 
erythrocyte membrane sialoglycopro> 
tein sequence 138: 259 
Misgurnus 
DNA polymerase egg embryo 
135: 303 
Mitochondria 
adenine nucleotide triiodothyronine 
139: 95 
adipose uncoupling protein fatty acid 
137: 197 


ADPase ATPase inhibition liver 
139: 529 

adriamycin iron 132: 551 

ATP synthetase uncoupling 132: 425 

ATPase proton transport stoichiome> 
try 136: 129 

ATFase subunit electron microscopy 
132: 37 

bongkrekate binding 131: 647 

calcium respiration adi 133: 185 

calcium transport membrane poten= 
tial 134: 377 

carbamoyl phosphate synthetase 
liver 135: 251 

carnitine acetyltransferase Candida 

8: 445 


citrate transport yeast 132: 609 
132: 617 

complex III iron sulfur protein 
137: 179 

cytochrome bS microsome liver 
132: 95 


elongation factor EFTu Saccharomyc> 
es 132: 235 

fatty acid oxidn liver 131: 215 

glutamate dehydrogenase precursor 
liver 133: 641 

glutamate oxidn bicarbonate liver 
133: 245 

GTP AMP phosphotransferase heart 
136: 297 

liposome “TY transport 
protein 139: 4 

—aT eabepeacetts caicium 
1 


liver enzyme CoA formation 131: 57 
aere transport ESR phosphate 
134: 385 


NADH dehydrogenase yeast mutant 
135: 367 

oxoglutarate translocase structure 
heart 134: 397 

peptidase pituitary hypothalamic 
hormone 139: 315 

phosphate transporting protein sulf= 
hydry! 139: 279 

protein formation inhibitor liver 
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134: 365 
proton transport ATPase interaction 
DCCD 131: 17 
subparticle iron adriamycin complex 
ADH 137: 113 
ubiquinol cytochrome c reductase 
135: 457 


Mitogen 
lymphocyte lipid A analog 140: 245 
Mitogenesis 
lymphocyte DNA ligation 140: 401 
Mitosis 
protein phosphorylation nucleus 
matrix 133: 23 
MNDO 
DNA conformation methylation 
132: 55 


Mol 
structure _ A Rhodopseudomonas 
136: 19 


Mollusk 
chromatin sperm histone protamine 
136: 509 
Molybdate 
glucocorticosteroid receptor thymus 
137: 173 
Molybdoferredoxin 
structure Azotobacter Klebsiella 
136: 397 


Monkey 
procathepsn DII lung pepsinogen C 


Monoacetylspermidine 
metab hepatoma cell 133: 613 
Monoamine 
aldehyde ethane ethanol metab 
134: 599 
Monoclonal 
— acetylcholine receptor mus> 
cle 138: 53 
antibody alk phosphatase 136: 1 
antibody alk phosphatase Hep2 
139: 503 
antibody glucocerebrosidase 
134: 585 


antibody platelet membrane glycopro> 


tein 131: 427 

antibody Polysphondylium adhesion 
carbohydrate 140: 73 

— oe cleavage site 


antibody _— virus T antigen 

137: 3 
Monocyte 

plasminogen activator human 
139: 253 

plasminogen activator inhibitor 
136: 517 

thromboplastin amine induction 
131: 655 


Monolayer 
lipid hydrolysis phospholipase A2 
132: 639 


—a ionization cation 
pH 134: 531 


Monomercurated 
tRNA prepn property 136: 147 
Monooxygenase 
alkylglycerol liver microsome 132: 23 
eg — binding site 
2:17 


me... cuaee culture 137: 603 
tryptophan activation protein kinase 
132: 15 


Monovalent 
cation interaction phosphatidylcholine 
bilayer 134: 309 
cation phosphatidylglycerol ionization 
134: 531 
Morphogenesis 
factor Dictyostelium 136: 51 
Morris 
hepatoma oncomodulin sequence 
136: 9 


Moth 
protein ribosome development 
135: 1 
Mouse 
alc pe isoenzyme 


eobn bts Pl 450 gene 134: 19 
bin “2 a: transcription 


mRNA 

albumin cellfree translation 131: 277 

alpha 2 macroglobulin inflammation 
137: 257 

amylase serine protease pancreas 
diet 139: 381 

calcitonin thyroid calcium 139: 209 

cAMP phosphodiesterase inhibitor 
Dictyostelium 133: 383 

carnitine acetyltransferase precursor 
formation 138: 451 

chlorophyll ab protein barley 
133: 309 


codon AUU ribosome binding 
140: 503 

crosslinking ribosome protein Escher= 
ichia 132: 139 

cytochrome P450 mouse development 
134: 13 

degrdn protein formation inhibitor 
134: 365 


DNA polymerase beta chicken 
133: 277 


elec organ Torpedo embryo 131: 235 

glyceraldehyde ——— dehydroge= 
nase heart 131: 129 

guanine methyltransferase Saccharo> 
myces 134: 117 

heat shock protein muscle 135: 187 
135: 373 


hemocyanin subunit translation An= 
droctonus 134: 407 

hemocyanin translation Limulus 
131: 353 

histone globin embryo 131: 551 

interferon expression Namalwa 
133: 399 

lactate dehydrogenase liver 134: 39 

metallothionein liver ontogeny preg= 
nancy 131: 497 

pigment binding protein Rhodopseu= 
domonas 138: 509 

— activator phorbol ester 
131: 

aes ns protein Arte> 
mia 139: 

aa * > ll pig 138: 585 

prostatic binding protein Cl 
133: 645 

ribosome protein Tetrahymena star> 
vation 140: 485 

- diphosphate carboxylase 

te mente regulation 133: 617 

Tetrahymena starvation 139: 163 

thylakoid Chlamydomonas protein 
formation 137: 241 

translation competition liver 
131: 545 


translation egg Lytechinus 137: 227 

ubiquinol cytochrome c reductase 
135: 457 

wheat embryo early germination 
135: 9 


MS2 
phage RNA synthetase termination 
137: 509 


Mucolipidosis 
I sialylglycopeptide urine 140: 415 
Mucosa 


olfactory modification odorant recep> 
tor 132: 485 
Mucus 
calmodulin skin fish calcium 
138: 651 


Multienzyme 
complex aminoacyl tRNA synthetase 
liver 131: 163 
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Mung 
bean alpha galactosidase 140: 385 
Muscle 

acetylcholine receptor monoclonal 

antibody 138: 53 
actinin form 133: 607 
= + sequence turkey 
137: 


. dependent glycogen syn= 
thase kinase 136: 481 
crustacean calcium binding protein 
131: 177 
heat shock protein 135: 187 
hydrolase H specificity 137: 23 
myofibril protein 132: 657 
myosin isoenzyme development re= 
generation 138: 421 
— a hosphatase glycogen 
1 
phosphoprotein - kinetics 
inhibitor 132: 309 
phosphoprotein phosphatase subunit 
genetics 138: 63 
phosphoprotein 3 2B 
calcineurin 132: 2 
—— kinase dlities 
136: 413 


protein formation heat shock 
135: 373 
pyruvate kinase cat trout 136: 341 
Mutation 
DNA ligase Schizosaccharomyces 
complementation 134: 315 
gene recA protein Escherichia 
137: 263 
glutamate dehydrogenase NADP 
gene 133: 135 
silent Hb heme cavity 136: 161 
a: sensitive phosphatidylcholine 
ormation 131: 223 
Myasthenia 
gravis acetylcholine receptor antibody 
138: 53 


Mycobacterium 
propionyl CoA carboxylase electron 
microscopy 140: 147 
Mycolate 
oes structure Gordona 
139: 173 
Myofibril 
heart glycolysis enzyme binding 
138: 643 


protein muscle 132: 657 
Myoglobin 
histidine ionization heme interaction 
138: 135 
Myosin 
ATPase binding nucleotide magnesium 
134: 197 
ATPase interaction magnesium ADP 
131: 89 
ATPase isoenzyme fluorescence ener= 
gy transfer 135: 47 
gizzard assembly discrimination pa= 
pain 140: 265 
isoenzyme muscle pene regen= 
eration 138: 421 
kinase activation calmodulin mechan= 
ism 139: 295 
phosphorylation correlation actin 
activated ATPase 138: 429 
subfragment | actin conformation 
136: 363 
V1 V3 fragment heart 139: 459 
NAD 
4 alc en kinetics 
13 
war = + OT = 
ydrogenase 137: 
analog interaction : —- 
140: 531 


carbon 13 labeled prepn 140: 157 
PEG dehydrogenase alc lactate 
132: 403 


PEG dehydrogenase alc lactate cor= 
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rection 139: 682 
Pyro me Te) mechanism stereo= 
chem 132: 117 
NADH 


dehydrogenase subunit II sequence 
heart 134: 145 
interaction alc dehydrogenase aldeh= 
yde 139: 519 
iron adriamycin complex mitochond= 
ria subparticle 137: 113 
reoxidn yeast glucose repression 
135: 367 
NADP 
liver xylitol drug metab 137: 1 
NADPH 
binding ausenpienmat hydroxylase 
mechanism 139: 637 
cytochrome P450 reductase kinetics 
134: 157 
liver xylitol drug metab 137: 1 
protein formation reticulocyte 
: 303 


Naja 
neurotoxin nicotinic receptor 140: 31 
phospholipase A2 interaction sub= 
strate analog 132: 183 
—_ A2 lysine modification 
132: 177 


venom phospholipase A2 modification 
to 


Namalwa 
mRNA interferon expression 
133: 399 
Naphtholdisulfonate 
proton transfer adsorbed dye 
134: 63 
Naphthyl 
triphosphate binding Hb A 131: 613 
Nematode 
aminoacyl tRNA synthetase senes= 
cence 131: 231 
Neoagarobiose 
hydrolase detn Pseudomonas 
135: 553 
Neopiasm 
growth aryl sulfatase B hepatoma 
135: 505 
inhibitor quassinoid binding ribosome 
132: 157 
Nerve 
autonomic DNA liver regeneration 
134: 473 


growth factor receptor pheochromocy= 
toma 135: 285 
Nervous 
system cytoskeleton glycoprotein 
chicken 135: 291 
Neural 
induction embryo Xenopus ribonu= 
cleoprotein 140: 257 
Neurofilament 
degrdn calcium activated protease 
131: 41 
Neuropeptide 
hydra head activator ELISA 
138: 365 


Neurotoxicity 
beta phospholipase A2 hydrophilicity 
137: 537 


phospholipase A2 structure 137: 545 
Neurotoxin 
botulinum binding brain synaptosome 
131: 437 


Naja nicotinic receptor 140: 31 
Neutral 
metalloendo — brain inhibition 
thiol 13 
proteinase leukocyte denatured colla= 
gen degrdn 134: 129 
Neutron 
scattering nucleosome reconstitution 
133: 393 
Neutrophil 
subcellular fractionation 136: 383 
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Newborn 
phosphoenolpyruvate carboxykinase 
liver 132: 663 
Newcastle 


virus fusion glycoprotein oligosacchar= 


ide structure 139: 329 
Nickel 
factor F430 formation Methanobac= 
terium 135: 109 
interaction hydrogenase Nocardia 
138: 533 
Nicotinic 
receptor Naja neurotoxin 140: 31 
receptor supraesophageal ganglion 
132: 151 
Nidogen 
aggregation basement membrane 
137: 455 
Nigericin 
cell permeability 135: 299 
Nitrate 
nitrite oxygen redn Paracoccus 
136: 135 


Nitrendipine 
binding heart calcium channel 
139: 673 


Nitrite 
nitrate oxygen redn Paracoccus 
136: 135 
Nitrobenzooxadiazole 
deriv prepn cholinergic agonist 
137: 399 
Nitrogen 
— Lee fractionation 
136: 
15 NMR a 138: 481 
Nitrogenase 
componer* binding magnesium ATP 
Azotot :ier 132: 47 
component uxygen sensitivity Azoto= 
bacter 135: 591 
iron protein compn Azotobacter 
133: 71 
Nitrosomonas 
hydroxylamine oxidase heme P460 
134; 83 


MR 
alc dehydrogenase binding NAD 
140: 157 


alpha mating factor Saccharomyces 
140: 163 


azurin Pseudomonas 138: 141 
calmodulin calcium binding 139: 109 
calmodulin tryptic fragment 

138: 281 


carbonylHb anion 132: 461 

DNA binding protein Escherichia 
138: 193 

DNA conformation 133: 579 

endorphin phospholipid interaction 
134: 371 

flavodoxin isoalloxazine mobility 
133: 463 


flavodoxin Megasphaera 140: 311 
Hb variant Chironomus 136: 161 
lac repressor protein Escherichia 
137: 279 
methanopterin structure 138: 563 
nitrogen 15 flavin 138: 481 
oligonucleotide conformation Over= 
hauser effect 135: 307 
plasminogen kringle homol 135: 379 
protein correlation conformation 
137: 445 
protein ribosome Escherichia 
134: 429 
purine nucleoside nucleotide confor= 
mation 138: 187 
— ee conformation 
131: 
trideoxyribonucleoside diphosphate 
platinum complex 134: 485 
trinucleoside diphosphate conforma= 
tion 137: 347 
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Nocardia 
= interaction nickel 
138: 533 


Nocardicin 
A Bacillus penicillin binding protein 
136: 545 


Nomenclature 

amino acid peptide 138: 9 

biochem IUB IUPAC 138: 5 

biochem review 131: 1 

enzyme 133: 479 

enzyme correction 136: 621 

enzyme recommendation 131: 461 

— conformation symbol 
131: 

— conformation symbol 

> 


Nonhistone 
protein nucleus rat 135: 61 
Nonsense 
suppressor cysteine tRNA yeast 
138: 77 


Nucleic 
acid conformation symbol nomencla> 
ture 131:9 
Nucleolus 
phosphoprotein pp135 cell line 
139: 417 


Nucleoside 
conformation methylation MNDO 
132: 55 


diphosphate kinase interaction Ciba> 
cron Blue 135: 497 

phosphate hydrolysis metal cation 
132: 569 

purine conformation equil 138: 187 

Nucleosome 

oligo structure chromatin barley 

135: 443 


reconstitution neutron scattering 
33: 393 


Nucleotidase 
liver membrane 137: 131 
Nucleotide 
adenine inhibition glutamylcysteine 
synthetase 133: 635 
adenine phosphoglycerate kinase 
binding substrate 139: 115 
— —_— triiodothyronine 
139: 


base pair mismatch DNA 139: 19 

binding azidoethidium 134: 163 

chloroplast — factor octylgluco> 
side 13 

conformation NMR_ 137: 347 

deoxydi binding ethidium 133: 179 

elongation factor EF2 interaction 
ribosome 140: 93 

etheno adenine interaction metal 
138: 291 

hydrolysis metal cation mechanism 
132: 569 


myosin ATPase binding magnesium 
34; 197 


oligo conformation potential energy 
137: 357 
purine conformation equil 138: 187 
purine mitochondria uncoupling 
protein 137: 197 
RNase butyl peroxide liver 140: 1 
Nase . — crystal structure 


ae oe aceF Escherichia 

133: 481 
Nucleus 

chromatin oligonucleosome structure 
barley 13 

chromatin structure 133: 315 

coded chloroplast protein pea 
138: 201 

cysteine protease liver 138: 39 

liver ethylguanine DNA 136: 453 
136: 461 

matrix protein phosphorylation mito 
sis 133: 23 
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matrix protein phosphorylation mito> 
sis correction 134: 603 

nonhistone protein rat 135: 61 

polyadenylate ribonucleoprotein liver 
131: 283 

protein P38 oocyte Xenopus 
132: 623 


Nutrition 
Tetrahymena ribosome formation 
regulation 140: 469 


antigen lipopolysaccharide Yersinia 
structure 139: 195 
antigen polysaccharide structure 
Aeromonas 131: 633 
antigen Pseudomonas polysaccharide 
structure 134; 289 
antigen Pseudomonas tetrasaccharide 
structure 134; 299 
Oat 
light receptor malonylriboflavin 
138: 339 


Octopus 
Sapemenenes beta acetylglucosami> 
nidase 132: 469 
Coa 
chloroplast coupling factor nucleotide 
133: 289 
Odorant 
receptor olfactory mucosa modifica 
tion 132: 485 
Oleoyglycerophosphocholine 
desaturase pea microsome 139: 373 
Olfactory 
mucosa modification odorant receptor 
132: 485 
Oligoadenylate 
analog RNase activity 132: 77 
Oligodeoxynucleotide 
cytosine guanine coordination plati= 
num 135: 343 
Oligodeoxyribonucleotide 
cleavage aaa EcoRI 
139: 44 : 83 
aaa NMR 133: 579 
Oligonucleosome 
structure chromatin barley nucleus 
135: 443 


Oligonucleotide 
conformation NMR Overhauser effect 
135: 307 
conformation potential energy 
37: 357 


Otigoribonucleotide 
conformation NMR _ 131: 571 
synthetic ribosome binding 140: 503 
Oligosaccharide 
core antigen Pseudomonas mutant 
132: 329 


formation acetyiglucosaminide sialyl= 
transferase 140: 523 

— Voilvox microsome 
138: 153 


glycos lated transferrin liver 
136: 

lipid Stes fibroblast protein 
134: 575 


lipid formation mannosyltransferase 
139: 87 
liq chromatog 134: 523 
nomenclature review 131: 1 
sialo urine 136: 355 
sialyl phosphate urine 140: 427 
structure fusion glycoprotein Newcas= 
tle virus 139: 329 
Oncomodulin 
sequence Morris hepatoma 136: 9 
Ontogeny 
liver metallothionein mRNA 
i31: 
liver monooxygenase culture 
137: 603 


metallothionein formation liver 
131: 489 


Oocyte 
nucleus protein P38 Xenopus 
132: 623 


—- ye stability Xenopus 
een 7 globulin secretion 
133: 321 


Operator 
operon lactose repressor Escherichia 
132: 321 
Operon 
lac transcription Escherichia 
138: 101 
lactose operator repressor Escherichia 
132: 321 
Opsin 
formation retinal 137: 609 
Orchid 
phenanthrene formation path phytoa> 
lexin 133: 545 
Organ 
protein phosphatase distribution 
function 132: 297 
Organelle 
atty acid oxidn liver 131: 215 
Organophosphate 
inhibition acetylcholinesterase 
40: 153 


Ornithine 
contg lipid Achromobacter Thiobacil= 
lus 139: 131 
contg lipid Bordetella hemagglutinin 
136: 531 


decarboxylase hepatoma cell monoa> 
cetylspermidine 133: 613 
gramicidin synthetase formation 
aminopiperidone 132: 229 
Orosomucoid 
formation hepatocyte 133: 561 
Orotate 
phosphoribosyltransferase gene se> 
quence Escherichia 135: 223 
Oscillation 
phosphofructokinase compartmental> 
ized system 131: 183 
Ovalbumin 
glycoasparagine structure 135: 243 
Ovariectomy 
LHRH receptor pituitary 140: 191 
Overhauser 
effect oligonucleotide conformation 
135: 307 


Oxalacetate 
decarboxylase subunit compn Kleb= 
siella 137: 107 
Oxidase 
cytochrome Bacillus 131: 97 
cytochrome Paracoccus proton pump 
DCCD 134: 33 
cytochrome resoln subunit denatura> 
tion 139: 535 
cytochrome subunit III deficiency 
133: 355 


diamine topol membrane liver micro= 
some 139: 645 

hydroxylamine heme P460 Nitroso> 
monas 134: 

lactate reconstitution thio FMN 
131: 501 

methanol Methylophilus EDTA 
138: 611 


pyridoxine phosphate brain 138: 327 
xanthine active site probe deazahy= 
poxanthine 134: 513 
Oxidn 
ona superoxide singlet oxygen 


— ‘_— fatty acid binding 


euians 
binding site prolyl hydroxylase 
138: 239 


translocase structure mitochondria 
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